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Radiosensitizing Gene (rs,) in Soybean Variety
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In the previous experiments, a wide range of
radiosensitivity was found among soybean varie-
ties. A gene analysis for radiosensitivity has been
made by crossing with radioresistant variety
“ Tachisuzunari ” and sensitive “Shinmejiro”, in
order to clarify genetic mechanism causing the
varietal difference of radiosensitivity of soybean.

Varietal difference of radiosensitivity between the
two varieties was definitely observed as shown in
Fig. 1 and hybrid between the two varieties showed
nearly the same sensitivity as the resistant parent
“ Tachisuzunari ”. In F, generation, progenies from
the hybrid were clearly devided into two groups as
resistant ones corresponding to resistant parent
«“Tachisuzunari ” and sensitive ones corresponding
to the sensitive parent * Shinmejiro”. The segre-

gation ratio for resistance and sensitivity in I,

generation was nearly 3:1, (Fig. 2) indicating that
a Mendelian single gene should be responsible to
the determination of radiosensitivity of soyhean,
thus, the gene was nominated by the other as
“ radiosensitizing ” »s;.

Relationship between the 7s;, gene controlling
radiosensitivity and w, gene controling violet flower
color (Matsuura, 1933) was also found and the
estimated linkage value hetween them was 38.7
per cent.

Correlative investigation on relationship between
radiosensitivity and flower color was carried out
with 609 varieties out of collection of Japanese
varieties. As a result, varietiés having »s, gene
might have originated somewhere in Tohoku dist-
rict located in northern part of Japan.

(Yutaka Takagi)
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Varietal difference of radiation injury on
seedling from irradiated seeds (20 kR)
Two tall seedlings are * Tachisuzunari”,
short ones are * Shinmejiro”.
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Fig. 2.
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Table 1. Chlorophyll mutations in M, generation
x5 A Xy Tachisuzunari v v 2y r Shinmejiro
M| KR) | 4= F K| BERRHAER ERUnERX) e &R) | £ F R )P CRHE B ARARx
Dose Survival Number of Mutation Dose Survival Number of Mutation
ratio (%) | lines tested [frequency (%) ratio (%) | lines tested [frequency (%)
90.0 360 0.00 0 76.7 227 0.00
85.9 360 0.56 2.5 79.0 352 0.57
89.0 304 5.59 5.5 72.0 390 3.59
80.4 320 5.94 7.5 67.4 390 5.90
84.0 288 7.99 10.0 53.8 260 11.92
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