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1,7+8,2+12 8 K131

1,7+8,3+12 8 JEAR21, EHR42

1,7+8,4+12 7 RS, ER24, E4K82, EBR108

1,7+8,145kDa +12 - kAL, JE#K59, FRbRO6

1,749,4+12 6 BUAKLT, EEAKS1, EE#K38, R8T

1,6+8,4+12 5 Bb115

1,17+18,2+12 8 K130

27 7+8,2+12 8 BIEKST, PEKRO1, EEHK107, BBHK119

2* 748,145k Da+12 - PARKG0, BabKGL, EaAR62, F2RO2, BURKOS, EEAK99, EAAR103, JRAKIO05,
BARRT10, EBAR112, PRRR123, HEbk124
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Null,7+8,2+12 6 BEAK L, EBRR D ERRRD, BAAKA, BFRG, BAR6, BT, B&o, B
10, EHR13, B4, Jabk18, RbR25, BT, Pabk20, BURKS2, BEAK
93, EEFK3A, BUFK36, BUPRST, BAFK3D, BEARAD, MEARA4, EEBRAG, EEHM6,
BEKAT, EBFk4S, EIBK51, EBHKG2, MBBRGS, 256, ERHRD8, EEHAG6, R
BRGT, EEHKGS, FBHKTO, BUHRT1, EBHKTS, EBRAT4, EBRRTT, BEAKTS, B
79, BEPKBO, JMAFRBL, BUPKSS, HEAKSE, HEFRES, MUAKO0, EIFRO4, EEHAOT,
BOAK100, FEFKI01, ERAK102, FSAK109, BB#K113, JRbK116, MUMK118, M
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Null,7+8,5+10 8 104

Null,7+8,145kDa+12 - BERKTS, PRER10, BRHK20, Bubk22, MEEKO3, AEbK26, BREA28, RbR30, HH
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BORK11, EBARGO, EEHKT6, KR0S, MAR121, K125, EHR128
BeAR12, BEAR126




Wil BREWE 3535

(2000)

3 REBRERRUSER

BHREFISIGEMIc- VT, KELMET ZHEEL S
YRIERATH S, BTHEY v 2 HEOES TRV
Fzv e Tazy MEROBEERE O Y BHEHRE
oWt L, SEIFE/NERMEICEBT S Glu—
Al, Glu—BI BU Glu—DI] DEHLltiEFXED 7 v
Fove#Ta=y CERIZIT Y- viCREShE L
hbhot, ESHRANEATEDDTHREY ¥/ H
5 TH 5, 145kDa ¥ ¥/ HEF T BMENEZ VL
(BabR61 5%, MHISIAETEREHC Oy v v BEE
L, SEBE(EIZ35.1%), HASEIBENTREER LK
HEHLTWE, T/, ¥ 72=y P Null, 7+8,
2 +12 ®©Null, 7+ 8, 145kDa+12%, HEO /L7 =
Vet Fazy FERICRAERNSA SN, REFER
ST O WTHER, T TIRAACCAEETHS, G
lu—1 quality scoreic & 284-< 7 (10R) %= H
Wi TOMR, Bu oy PticBiS L, Glu—1 quality
scorelc L BRI VAN 4 HEBRASHTLIATY
ByvnsBEYy 7=y b 5+102%ET 3 Glu—Dld
MEFE, BH3SS & BI040 2 SR LhEEE T,
Fiz, BANVEEATH ISR TH D I10AMADZTE
1h o fe
PEok3iz, ¥ v 2 BERAP AT, BAREIZ Y
VEEICERD LOBDIEVT EMHEMEL o7, 5
BDAXBTH AR T YT IMB T 2EPEICBEWTS,
BTy v/ ERSCEAEEVWAHEETV Y

HofBRICEHhE, SREo YL b REEFR
TEIENTEAAREMIEVWLOEEL SN,

4 = & B

ARDNERBO I VT =y« T2=y BT B
BEBHTE, HRMcATHINED, ¥ 797 Hilks
BV THRENIREZRLFHOH 2T EEHOMITL
tzo 1, AFRNZOBEHNERSPOWI LD, £
OBEAFERBATT 37201013, # L VREEFROBFE b
MBETHEEVWALD, FATF=v HT2=y PO
BIEMREAET A HOEELHMBEEAILHTE, X
R, HENEOME - Ky OWBPREETAORIE I
HTBLIAMNKEVLEDEEL LN,

51 B X &

1) Nakamura, H. 1999. Identification of Alleles
for Complex Gene Loci, Glu-Al, Glu-Bl and
Glu-D1 Which Code for High-Molecular-Weight
Subunits of Glutenin in Japanese Hexaploid
Wheat Varieties. Journal of Agricultural and
Food Chemistry 47 (12) : 5273—5277.

2) Nakamura, H; Inazu, A. and Hirano, H. 1999.
Allelic variation in high-molecular-weight glut-
enin subunit Loci of Glu-1 in Japanese common
wheats. Euphytica 106 : 131—138.

3 T . 199, BR0EEEZ L. (L) £ENKE
WBHE. p.26—39.



