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The Method of Detecting Low—level Ralstonia solanacearum in Soil by BIO-PCR
Kazutoshi NEMOTO and Kazuhiro NAKAHO"

(Fukushima Agricultual Technology Centre, "National Agricultural Research Center )
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hpx2-A : CATTTGATACGCACACCGGGG{21 mer)
hpx2-B : CCGCCCCTTTCATTGTGGTAG (21mer}
hpx2-C : CTTGGGGCGCAGAGAAGGT (19mer)
hpx2-D : TCATTCTCCGCCTCCCGAACC (21 mer)

nested PCR Product Size
First : hpx2-A + hpx2-B 988bp
Second : hpx2-C + hpx2-D 145bp
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nested PCR: second (hpx2-C & -D)
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