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Search for genes that can distinguish Streptococcus suis serotype 2 and serotype 14 strains
from the others
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Serotype 1 ref.
Serotype 1 ST1

AAAGGAAAAAAN: CAATTATTGTTCCTAGACAAAAAAAGTATGGTGAACATGTAAATGATCATCAA
AAAGGAAAAAAA: CAATTATTGTTCCTAGACAAAAAAAGTATGGTGAACATGTAAATGATCATCAA
K G K K |0 L L F L DK K S MV N M #

Serotype 14 ref.
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(Positions in Cpsl4G; 164 aa) (87)

AAAGGAAAAAAAACAATTATTGTTCCTAGACAAAAAAAGTATGGTGAACATGTAAATGATCATCAA
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